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2F0]: CITE-Seq = cellular indexing of transcriptomes and epitopes by sequencing; GSEA= gene set enrichment analysis(R At M E CIZ[X|HE £4);
QA = quality assurance(Z% E3); QC = quality control(Z& 2t2[); UMA = uniform manifold approximation and projection(® DHLIZE ZAL B! £F)
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